Formins are members of a widely conserved protein family implicated in cytoskeletal organization in cytokinesis and/or cell polarity in many organisms [1] . They all have three specific formin homology (FH) domains -FH1, FH2 and FH3 (see Examination of the nearly complete S. pombe genome sequence identified for3p in addition to the two fission yeast formins which have been already characterized -cdc12p, an essential protein which plays a role in formation of the contractile actin ring during cytokinesis [7] , and fus1p, a non-essential protein which is required for organization of the actin cytoskeleton at cell tips during mating [8] . Cells from which for3+ has been deleted are able to mate and divide, albeit with a generation time longer than normal. However, careful observation of for3∆ ∆ mutants revealed an unexpected cell polarity phenotype during normal vegetative growth. After symmetric, medial cell division in wild-type S. pombe (the 'fission' in fission yeast), the two daughter cells normally exhibit equivalent patterns of extensile growth. Early in the cell cycle, growth is restricted to the 'old' ends of the daughter cells -those ends which already existed in the mother cell -and only later in the cell cycle does extensile growth initiate at 'new' ends -those created by septation of the mother cell (see Figure 2 , wild-type cells). The spatial and temporal controls acting upon this switch from monopolar to bipolar growth -also known as NETO, for New-End Take-Off -are not well understood, although several mutants exist in which growth patterns are altered [9] [10] [11] . In any case, even when NETO is defective in one or another form, the two daughter cells have always appeared to be functionally equivalent.
The analysis of the for3∆ ∆ mutant suggests, however, that S. pombe daughters do not necessarily always have equivalent fates, and that one function of for3p is precisely to maintain their equivalence [4] . After cell division in 85% of for3∆ ∆ mutant cells, one of the daughters immediately initiates growth at both the old and the new end, rather than at the old end only, while the other daughter never initiates growth at its new end (see Figure 2 , for3∆ ∆ cells). Moreover, when these daughters themselves eventually divide to produce granddaughters, this non-equivalence is recapitulated, such that one granddaughter from each daughter exhibits immediate bipolar growth, while its sister shows only monopolar growth. What is most striking about the non-equivalent patterns of daughter-cell growth after each division is that they can be predicted, on the basis of growth and division in earlier cell cycles. Looking for any prior cues which might correlate with post-division asymmetry, Feierbach and Chang [4] found that the daughter cell which inherits the birth scar (a remnant of septation) from the division of its grandmother is 30 times more likely than not to be the daughter cell that undergoes immediate bipolar growth (Figure 2) . It is not yet clear whether the birth scar has any functional role in this regard; it may simply reflect a previously undetected cortical asymmetry.
More formally, however, this result suggests that the pattern of division and growth in for3∆ ∆ mutants might be viewed as more of a 'mother-daughter' type, as seen in the budding yeast S. cerevisiae, the major difference being that in budding yeast we can easily distinguish a mother from its (daughter) bud morphologically, whereas in fission yeast, where there is no budding prior to division, there may be only distinct regions of the cell cortex that can be interpreted as 'mother' and 'daughter'. According to this view, after cell division in for3∆ ∆ mutants, the cell containing 'mother' cortex would grow in a bipolar fashion, and the cell containing 'daughter' cortex in a monopolar fashion (although this monopolar daughter would produce a 'mother' at its next division). By contrast, in wild-type S. pombe, both progeny of a given cell division could be thought of as being born as 'daughters' and then both maturing to 'mothers', at NETO, during the same cell cycle. What is clear, however, is that the for3∆ ∆ mutant should prove to be very useful in illuminating the role of formins in actin organization in general. In spite of the loss of actin cables, and in contrast to a budding yeast bni1 bnr1 double mutant, the S. pombe for3∆ ∆ mutant is viable, and thus it should be possible to use this mutant as the basis for a much deeper analysis into which domains of for3p are important for specific functions. At the same time, figuring out exactly how the for3∆ ∆ mutant growth polarity phenotype is brought about will yield even greater insight into regulation of the cytoskeleton and cell polarity in this lovely yeast.
